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Background
« PLGO0206 is an engineered antimicrobial peptide (1, 2) with rapid

utilized RPMI for PLG0206 while comparators were tested in

1 MIC as determined in RPMI-1640 Agar; 2 CLSI QC ranges shown in parentheses where applicable; GM: gentamicin, IPM:
imipenem, LVX: levofloxacin, VAN: vancomycin, MSSA: methicillin-susceptible S. aureus, MRSA: methicillin-resistant S. aureus,
VISA: vancomycin-intermediate S. aureus, QC: quality control CIPR: ciprofloxacin-resistant, ERYR: erythromycin-resistant, CLIR:

Results

Table 2. Spontaneous mutation frequency values

spontaneous mutants

TET: tetracycline, N/A: not applicable

\_ clindamycin-resistant )

\_

Table 4. Broth dilution MIC values for P. aeruginosa spontaneous

Results

1IMIC as determined in RPMI-1640, comparators per CLSI.
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